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Peer Review: Implementing a "publish, then review" model of
publishing

fRvEl=N

Michael B Eisen ™, Anna Akhmanova, Timothy E Behrens, Diane M Harper, Detlef Weigel, Mone Zaidi
eLife, United Kingdom

Editorial - Dec 1, 2020

Cited 0 Views 22,556 Annotations ﬂ Cite as: eLife 2020;9:e64910 DOI: 10.7554/eLife.64910

Article Abstract

From July 2021 eLife will only review manuscripts already published as preprints, and will
Abstract focus its editorial process on producing public reviews to be posted alongside the preprints.
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AUTHORS

Hidemasa Bono, Takeya Kasukawa
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Conflict of Interest: No ~ Public Data: Not applicable ~
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TogoEx: the integration of gene expression data

Hidemasa Bono! and Takeya Kasukawa’
BioHackathon series:
BioHackathon EUROPE 1 DBCLS, Japan 2 RIKEN. Japan

Paris, France, 2019
Abstract Abstract

Submitted: 24 Jun 2020

Gene expression dala have pulential W oblain many new bivmedical lindings by reusing and
intagrating publicly available datasets since most of the datasets were usually analyzed only
focusing an whart their data producers have interests ta (like genes of interests). However,

License
Authors retain copyright and
release the work under a Creative

Report on the group "TogoEx' in the BioHackathon Europe 2019.

Commons Attribution 4.0 we have several issues to overcome for the efficient reuse of the public expression data:
Intcrnational License (CC-BY). current available metadata for gene expression data is not sufficient enough to re-use; and

human resources are too lacking to tackle the integration of gene expression data. In the Pre I’i nt DOI
Published by BiollackrXiv org ELIXIR Bichackathon-Europe 2019, we discussed what was necessary to achieve a new anzlysis p

interface to utilize the FANTOMG data (quantified transcriptomic responses in human dermal

fibroblasts using Capped Analysis of Gene Expression (CAGE) by knock-down of long non-

coding RNAs (IncRNAs)). We then considered possible solutions against the issues, and 10.37044/0osf.io/esrc9
decided implementation plans and scheduled to implement it.

Intraduction License

Gene expression data have been archived in public repositories, the NCBI Gene Expressicn

Omnibus (GEQ; https:/ /www.ncbi.nlm.nih.gov/geo/) and the EBI ArrayExpress (AE; https: )| : ; :

/ /www.ebi.ac.uk/arrayexpress/). Unlike the International Nucleotide Sequence Database cC By Attribution 4.0 International »
(https:/ /wwav.insdc.org/), these two databases have not been exchanging data with each
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Simplify & optimize
multiplexing cell analysis

Cell-based assays make up a large part
of the workload for many laboratories.
However, the major problem cell
biologists often encounter when
conducting in vitro cell-based assays is
the lack of reproducibility of data. From
cell viability to fluorescence reporter...

[ www.research gate.net
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